Role of cholecystokinin receptor-A gene polymorphism in development of functional dyspepsia
Rajan Singh * , Balraj Mittal, Uday C Ghoshal From International Conference on Human Genetics and 39th Annual Meeting of the Indian Society of Human Genetics (ISHG) Ahmadabad, India. 23-25 January 2013
Background Functional dyspepsia (FD) is characterized by epigastric pain, burning, early satiety and post-prandial fullness in absence of organic or metabolic causes. Cholecystokinin receptor-A (CCK-AR) is known to modulate satiety signal and delay gastric emptying, which are associated with FD. CCK-AR (rs1800857, T/C) polymorphism is associated with a defective splicing of the primary transcript of CCK-AR mRNA, which may result in the lower expression of the CCK-AR. Therefore, we evaluated the role of genetic polymorphism of CCK-AR gene (rs1800857, T/C) in FD.
Material and methods
237 consecutive patients with FD (Rome III) and 250 healthy controls (HC) were genotyped for CCK-AR gene polymorphism (PCR-RFLP). Patients with FD were subclassified into epigastric pain syndrome (EPS), postprandial distress syndrome (PDS) and EPSPDS overlap. 
Results

Patients
Conclusions
CC genotype of CCK-AR polymorphism is protective for FD. EPSPDS overlap was common among patients with FD. Singh et al. Molecular Cytogenetics 2014, 7(Suppl 1):P111 http://www.molecularcytogenetics.org/content/7/S1/P111
